Table 1 Related parameters for 26 SSR loci

Locus N Np P PCI Ho He t
CACO02 3 3 100 0.445 0.288 9 0.2839 1.008 4
CACO03 12 11 91.67 0.791 0.066 7 0.2385 1.629 1
CAC04 5 4 80 0.423 0.577 8 0.3031 0.4417
CACO06 13 12 92.31 0.887 0.022 2 0.2135 1.692 1
CACO08 4 3 75 0.448 0.177 8 0.248 2 1.2369
CAC10 11 11 100 0.809 0.355 6 0.2390 0.748 7
CAC11 9 8 88.89 0.683 0.266 7 0.3953 15849
CAC13 10 9 90 0.677 0.066 7 0.2954 2.028 0
CAC20 4 2 50 0.173 0.755 6 0.6737 0.609 6
CAC21 10 10 100 0.689 0.155 6 0.3236 1.7118
CAC23 2 2 100 0.299 0.266 7 0.407 5 16723
CAC39 14 13 92.86 0.892 0.044 4 0.299 9 2.226 8
CAC56 5 4 80 0.401 0.222 2 0.288 6 1.236 3
CAC65 7 6 85.71 0.763 0.466 7 0.4205 0.870 2
CACT71 4 3 75 0.497 0.288 9 0.444 9 18388
CAC84 3 2 66.67 0.342 0.1333 0.3890 2.536 0
CN11A10 3 3 100 0.301 0.577 8 0.3723 0.5153
CN11E6 11 10 90.91 0.778 0.2222 0.3413 14817
CN11E10 8 7 87.5 0.767 0.288 9 0.437 2 1.768 9
CN1G4 8 6 75 0.632 0.422 2 0.547 3 1.8196
CN1H2 5 4 80 0.501 0.3333 0.4152 1.361
CN2A4 9 8 88.89 0.633 0.288 9 0.4834 2.2894
CN2A5 6 4 66.67 0.434 0.3778 0.496 6 1.666 6
CNz01 5 4 80 0.413 0.3556 0.494 4 1.8125
CNZz02 8 6 75 0.576 0.1556 0.3985 2.446 4
CNZz03 9 8 88.89 0.682 0.088 9 0.3650 2.6429
Total 188 163

Average 7.23 6.3 84.65 0.575 0.2795 0.3775 1.5947

Note: N, number of amplified bands; Np, number of polymorphic locus; P, percentage of polymorphic locus; PCI,
polymorphic information content; Ho, observed heterozygosity; He, expected heterozygosity; t, apparent
outcrossing rate



